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Table 1. Test methods available and their purpose
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Real Time-PCR

Purpose
Method Population | Individual animal Contribute to | Confirmation | Prevalence | | Immune status in
ﬁm‘]‘“ Iﬁmllﬂp:gﬂm eradication of clinical of infection - m:l:;?ﬁ:l’:r?::flm
infection movement policiex b Suvaitecn vaccination
Agent identification
Virus
Isolation/ nia nfa + 44 ++ nla
HAD test'
FAT nfa nfa ++ ++ + nia
ELISA for
antigen + ++ + + + n/a
datection
cem:;l:oml -+ =+ 4 4 ++ nia
| IEFIE'ER'"' e b e e s nia
Detection of immune response
| ELISA o o ey + o nia
IPT* T Tt rt + r nia
IFAT" 4+ +++ +H+ + +H+ n/a
IBT* ++ ++ ++ + ++ n/a

Key: +++ = recommended method, validated for the purpose shown; ++ = suitable method but may need further validation;
+ = may be used in some situations, but cost, reliability. or ather facters severely limits its application;

not appropriate for this purpose; n/a = purpose not applicable.

HAD = haemadsorption; FAT= fluorescent antibody test, ELISA = enzyme-linked immunosorbent assay,
PCR = polymerase chain reaction; IPT= indirect immunoperoxidase test,
IFAT = indirect flucrescent antibody test; IBT = immunoblotting test.

ded method as confi

logical test.

World Organization for Animal Health 2018 Manual
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